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 Note: No additional answer sheets will be provided.

Part - A 

Max.Marks:20

Answer all QUESTIONS. EACH QUESTION CARRIES 2 MARKS.
1. 
What is global alignment?

2. 
Define bioinformatics and mention its importance.

3. 
What is Gap-Gap penalty?

4. 
Give any two nucleotide databases.

5. 
Mention the types of phylogentic trees.

6. 
What are the basic approaches for multiple sequence alignment?

7. 
Mention the methods of DNA sequencing.

8. 
What are the methods to determine secondary and super secondary structure of 
proteins?

9. 
What is phylogenetic tree? Explain.
10. 
What is protein folding?
Part – B
Max.Marks:50

ANSWER ANY FIVE QUESTIONS. EACH QUESTION CARRIES 10 MARKS.
1. 
Discuss the scope of bioinformatics in biological sciences. 

2. 
Describe in detail about biological databases with an example.

3. 
Explain in detail about dynamic programming.

4. 
What is the significance of phylogeny in evolution? Discuss in detail about 
different methods of phylogentic analysis.

5. 
Explain in detail about Human Genome Mapping. 

6. Write short notes on: 

     (a) 
Human Genome Project.
     (b) 
DNA sequenceing.                                      

7.  (a) 
Discuss in detail about KEGG.
     (b)
Comment on PAM and BLOSUM.
8. Write short notes on: 

     (a) 
Clustal W.
     (b) 
Ramachandran plot.                                      
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